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SEQUENCE LISTING 



<110> Holmes, Stephen D. 
Ko, Yen Sen 
Taylor, Alexander 
Abdel-Meguid, Sherin S. 

<120> Recombinant IL-18 Antagonists Useful in 
Treatment of IL-18 Mediated Disorders 



<130> P50897 

<140> 60/125,299 
<141> 1999-03-19 

<160> 48 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 324 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (324) 

<223> Light chain V region 

<400> 1 

gac att caa atg acc cag tct cca get tec ctg tct gca tct ctg gga 48 
Asp He Gin Met Thr Gin Ser Pro Ala Ser Leu Ser Ala Ser Leu Gly 



1 



5 



10 



15 



Glu 



gaa 



act gtc 
Thr Val 



tec ate gaa 
Ser He Glu 



tgt ctg gca agt gag gac ata tac act tat 
Cys Leu Ala Ser Glu Asp He Tyr Thr Tyr 
25 30 



96 



20 
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tta aca tgg cat cag cag aaa cca ggg aaa tec cct caa etc ctg ate 144 
Leu Thr Trp Tyr Gin Gin Lys Pro Gly Lys Ser Pro Gin Leu Leu He 
35 40 " 45 



tat ggt gca aat aag ttg caa gat ggg gtc cca tea egg ttc agt ggc 192 
Tyr Gly Ala Asn Lys Leu Gin Asp Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

agt gga tct ggc aca cag tat tct etc aag ate age ggc aca caa cct 240 
Ser Gly Ser Gly Thr Gin Tyr Ser Leu Lys He Ser Gly He Gin Pro 
65 70 75 80 

gaa gat gaa ggg gat tat ttc tgt eta cag ggt tec aag ttt ccg etc 288 
Glu Asp Glu Gly Asp Tyr Phe Cys Leu Gin Gly Ser Lys Phe Pro Leu 
85 90 95 

acg ttc ggt tct ggg acc aag ctg gag ate aaa egg 324 
Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys Arg 
.100 105 



<210> 2 
<211> 108 
<212> PRT 

<213> Rattus norvegicus 
<400> 2 

Asp He Gin Met Thr Gin Ser Pro Ala Ser Leu Ser Ala Ser Leu Gly 

1 5 10 15 

Glu Thr Val Ser He Glu Cys Leu Ala Ser Glu Asp He Tyr Thr Tyr 

20 25 30 

Leu Thr Trp Tyr Gin Gin Lys Pro Gly Lys Ser Pro Gin Leu Leu He 

35 40 45 

Tyr Gly Ala Asn Lys Leu Gin Asp Gly Val Pro Ser Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Gin Tyr Ser Leu Lys He Ser Gly He Gin Pro 
65 70 75 80 

Glu Asp Glu Gly Asp Tyr Phe Cys Leu Gin Gly Ser Lys Phe Pro Leu 
85 90 95 



2/21 



( 



WO 00/56771 



PCT/US00/07349 



Thr Phe Gly 



Ser Gly Thr Lys Leu Glu lie Lys Arg 
100 105 



<210> 3 
<211> 33 
<212> DNA 

<213> Ractus norvegicus 

<220> 

<221> CDS 

<222> (1) ... (33) 

<223> VK2C10 Light Chain CDR I 
<400> 3 

ctg gca agt gag gac ata tac act tat tta aca 33 
Leu Ala Ser Glu Asp lie Tyr Thr Tyr Leu Thr 
15 10 



<210> 4 
<211> 11 
<212> PRT 

<213> Rattus norvegicus 
<400> 4 

Leu Ala Ser Glu Asp He Tyr Thr Tyr Leu Thr 
15 10 

<210> 5 
<211> 21 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (21) 

<223> VK2C10 Light Chain CDR II 



<400> 



5 



ggt gca aat 
Gly Ala Asn 



aag ttg caa gat 
Lys Leu Gin Asp 
5 



21 



1 
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<210> 6 
<211> 7 
<212> PRT 

<213> Rattus norvegicus 
<400> 6 

Gly Ala Asn Lys Leu Gin Asp 
1 5 

<210> 7 
<211> 27 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (27) 

<223> VK2C10 Light Chain CDR III 
<400> 7 

eta cag ggt tec aag ttt ccg etc acg 
Leu Gin Gly Ser Lys Phe Pro Leu Thr 
1 5 



<210> 8 
<211> 9 
<212> PRT 

<213> Rattus norvegicus 
<400> 8 

Leu Gin Gly Ser Lys Phe Pro Leu Thr 
1 5 

<210> 9 
<211> 378 
<212> DNA 

<213> Rattus norvegicus 



WO 00/56771 PCT/USOO/07349 

<220> 
<221> CDS 

<222> (1) . . . (378) 

<223> Heavy chain V region 

<400> 9 

gag gtc cag eta cag cag tct ggg get gag ctt gtg aga ccc ggg acc 48 
Glu Val Gin Leu Gin Gin Ser Gly Ala Glu Leu Val Arg Pro Gly Thr 
1 5 10 15 

tct gtg aag tta tct tgc aaa gtt tct ggc gaa ata age aca gga tac 96 
Ser Val Lys Leu Ser Cys Lys Val Ser Gly Glu lie Ser Thr Gly Tyr 
20 25 30 

tat ttc cac ttt gtg agg cga agg cct gga cag ggt ctg gaa tgg ata 144 
Tyr Phe His Phe Val Arg Arg Arg Pro Gly Gin Gly Leu Glu Trp He 
35 40 45 

gga agg att gat cct gag gat gat agt act aaa tat get gag agg ttc 192 
Gly Arg He Asp Pro Glu Asp Asp Ser Thr Lys Tyr Ala Glu Arg Phe 
50 55 60 

aaa gac agg gcg acg etc act gca caa aca tec tec aac aca gee tac 240 
Lys Asp Arg Ala Thr Leu Thr Ala Gin Thr Ser Ser Asn Thr Ala Tyr 
65 70 75 80 

ctg aac etc age age ctg acc tct gag gac act gca act tat ttt tgt 288 
Leu Asn Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Thr Tyr Phe Cys 
85 90 95 

acc aca tgg egg ata tac cga gat agt tct ggc cgc ccc ttc tat gtt 33 6 

Thr Thr Trp Arg He Tyr Arg Asp Ser Ser Gly Arg Pro Phe Tyr .Val 
100 105 HO 

atg gat gee tgg ggt caa gga get tea gtc act gtc tec tea 378 
Met Asp Ala Trp Gly Gin Gly Ala Ser Val Thr Val Ser Ser 
115 120 125 



<210> 10 
<211> 126 
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<212> PRT 

<213> Ractus norvegicus 



<400> 10 
Glu Val Gin Leu 
1 

Ser Val Lys Leu 
20 

Tyr Phe His Phe 
35 

Gly Arg lie Asp 
50 

Lys Asp Arg Ala 
65 

Leu Asn Leu Ser 

Thr Thr Trp Arg 
100 

Met Asp Ala Trp 
115 



Gin Gin Ser Gly 
5 

Ser Cys Lys Val 

Val Arg Arg Arg 
40 

Pro Glu Asp Asp 
55 

Thr Leu Thr Ala 
70 

Ser Leu Thr Ser 
85 

lie Tyr Arg Asp 

Gly Gin Gly Ala 
120 



Ala Glu Leu Val 
10 

Ser Gly Glu He 
25 

Pro Gly Gin Gly 

Ser Thr Lys Tyr 
60 

Gin Thr Ser Ser 
75 

Glu Asp Thr Ala 
90 

Ser Ser Gly Arg 
105 

Ser Val Thr Val 



Arg Pro Gly Thr 
15 

Ser Thr Gly Tyr 
30 

Leu Glu Trp He 
45 

Ala Glu Arg Phe 

Asn Thr Ala Tyr 
80 

Thr Tyr Phe Cys 
95 

Pro Phe Tyr Val 

110 
Ser Ser 
125 



<210> 11 
<211> 15 
<212> DNA 

<213> Rattus norvegicus 



<220> 

<221> CDS 

<222> (1) . . . (15) 

<223> VH2C10 Heavy chain CDR I 



<400> 11 

gga tac tat ttc cac 15 

Gly Tyr Tyr Phe His 
1 5 



<210> 12 
<211> 5 
<212> PRT 

<213> Rattus norvegicus 
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<400> 12 

Gly Tyr Tyr Phe His 
1 5 

<210> 13 

<211> 51 

<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) ... (51) 

<223> VH2C10 Heavy chain CDR II 
<400> 13 

agg att gat cct gag gat gat agt act aaa tat get gag agg ttc aaa 
Arg lie Asp Pro Glu Asp Asp Ser Thr Lys Tyr Ala Glu Arg Phe Lys 
15 10 15 

gac 

<210> 14 

<211> 16 

<212> PRT 

<213> Rattus norvegicus 

<400> 14 

Arg lie Asp Pro Glu Asp Asp Ser Thr Lys Tyr Ala Glu Arg Phe Lys 
1 5 10 15 

<210> 15 

<211> 51 

<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (51) 

<223> VH2C10 Heavy chain CDR III 



<400> 15 
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tgg egg ata tac cga gat agt tec ggc cgc ccc ttc tat gtt atg gat 48 
Trp Arg lie Tyr Arg Asp Ser Ser Gly Arg Pro Phe Tyr Val Met Asp 
1 5 10 15 



gec 51 

<210> 16 
<211> 16 
<212> PRT 

<213> Rattus norvegicus 



<400> 16 

Trp Arg lie Tyr Arg Asp Ser Ser Gly Arg Pro Phe Tyr Val Met Asp 
1 5 10 15 



<210> 17 

<211> 342 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . . (342) 

<223> Light chain V region 



<400> 17 

gac gtt gtt atg act caa act cct etc tec ctg cct gtc agt ctt gga 48 

Asp Val Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
15 10 15 



gat caa gee tec ate tct tgc aga tct agt cag age ctt gta cac agt 9 6 

Asp Gin Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Val His Ser 
20 25 30 



aat gga aac ace tat tta cat tgg tac ctg cag aag cca ggc cag tct 144 
Asn Gly Asn Thr Tyr Leu His Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 



cca aag etc ctg ate tac aaa gtt tec aac cga ttt tct ggg gtc cca 192 
Pro Lys Leu Leu lie Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 
50 55 60 
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gac agg tec agt ggc agt gga tea ggt aca gat ttc aca etc aag ate 240 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 

65 70 75 80 

age aga gtg gag get gag gat ctg gga gtt tat ttc tgc tec caa agt 288 

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys Ser Gin Ser 

85 90 95 



aca cat gtt cct ccg tac acg ttc gga ggg ggg acc aag ctg gaa ata 
Thr His Val Pro Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu He 
100 105 no 



aaa egg 
Lys Arg 



336 



342 



<210> 18 
<211> 114 
<212> PRT 

<213> Mus musculus 
<400> 18 

Asp Val Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 

1 5 10 15 

Asp Gin Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Val His Ser 

20 25 30 

Asn Gly Asn Thr Tyr Leu His Trp Tyr Leu Gin Lys Pro Gly Gin Ser 

35 40 45 

Pro Lys Leu Leu He Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 

50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys Ser Gin Ser 

85 90 95 

Thr His Val Pro Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu He 
100 105 110 

Lys Arg 



<210> 19 
<211> 48 



9/21 



WO 00/56771 



PCT/US00/07349 



<212> DMA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) ... (48) 

<223> VK13G9 Light Chain CDR I 

<400> 19 

aga tct agt cag age ctt gta cac agt aat gga aac acc tat tta cat 48 

Arg Ser Ser Gin Ser Leu Val His Ser Asn Gly Asn Thr Tyr Leu His 
15 10 15 



<210> 20 

<211> 16 

<212> PRT 

<213> Mus musculus 



<400> 20 

Arg Ser Ser Gin Ser Leu Val His Ser Asn Gly Asn Thr Tyr Leu His 
15 10 15 



<210> 21 

<211> 21 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1)...(21) 

<223> VK13G9 Light chain CDR II 



<400> 21 

aaa gtt tec aac cga ttt tct 21 
Lys Val Ser Asn Arg Phe Ser 
1 5 



<210> 22 
<211> 7 
<212> PRT 
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<213> 



Mus 



muscuius 



<400> 



22 



Lys 



Val Ser 



Asn 



Arg Phe Ser 



5 



<210> 23 

<211> 30 

<212> DNA 

<213> Mus muscuius 

<220> 

<221> CDS 

<222> {!)... (30) 

<223> CK13G9 Light chain CDR XII 
<400> 23 

tct caa agt aca cat gtt cct ccg tac acg 
Ser Gin Ser Thr His Val Pro Pro Tyr Thr 
1 5 10 

<210> 24 

<211> 10 

<212> PRT 

<213> Mus muscuius 

<400> 24 

Ser Gin Ser Thr His Val Pro Pro Tyr Thr 
1 5 10 

<210> 25 

<211> 369 

<212> DNA 

<213> Mus muscuius 

<220> 

<221> CDS 

<222> (1) . . . (369) 

<223> Heavy chain V region 

<400> 25 
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caa gtt act ctt aag gag tct ggc ccc ggg aca ttg aag ccc tea cag 48 
Gin Val Thr Leu Lys Glu Ser Giy Pro Gly lie Leu Lys Pro Ser Gin 
1 5 10 15 

acc etc agt ctg act tgt tct ttc tct ggg ttt tct ctg age act tct 96 
Thr Leu Ser Leu Thr Cys Ser Phe Ser Gly Phe Ser Leu Ser Thr Ser 
20 25 30 

ggt atg ggt att gec tgg gtt cgt cag cct tea ggg aag ggt ctg gag 144 
Gly Met Gly He Ala Trp Val Arg Gin Pro Ser Gly Lys Gly Leu Glu 
35 40 45 

tgg ctg gca gac att tgg tgg gat gat aat aag tat tat aat cca tec 192 
Trp Leu Ala Asp He Trp Trp Asp Asp Asn Lys Tyr Tyr Asn Pro Ser 
50 55 60 

ctg gag age cag etc aca ate tec aag gat acc tec aga aac cag gta 240 
Leu Glu Ser Gin Leu Thr He Ser Lys Asp Thr Ser Arg Asn Gin Val 
65 70 75 80 

ttc etc acg ate acc agt gtg gac act gca gat tct gee act tat tac 288 
Phe Leu Thr He Thr Ser Val Asp Thr Ala Asp Ser Ala Thr Tyr Tyr 
85 90 95 

tgt get cgt cat cat tac gac ggt agt age etc ctg cct atg gac tac 336 
Cys Ala Arg His His Tyr Asp Gly Ser Ser Leu Leu Pro Met Asp Tyr 
100 105 HO 

tgg ggt caa gga acc tea gtc acc gtc tec tea 3 69 

Trp Gly Gin Gly Thr Ser Val Thr Val Ser Ser 
115 120 



<210> 26 

<211> 123 

<212> PRT 

<213> Mus musculus 

<400> 26 

Gin Val Thr Leu Lys Glu Ser Gly Pro Gly He Leu Lys Pro Ser Gin 

1 5 10 is 

Thr Leu Ser Leu Thr Cys Ser Phe Ser Gly Phe Ser Leu Ser Thr Ser 
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20 

Gly Met Gly He 
35 

Trp Leu Ala Asp 
50 

Leu Glu Ser Gin 
65 

Phe Leu Thr He 

Cys Ala Arg His 
100 

Trp Gly Gin Gly 
115 



Ala Trp Val Arg 
40 

He Trp Trp Asp 
55 

Leu Thr He Ser 
70 

Thr Ser Val Asp 
85 

His Tyr Asp Gly 

Thr Ser Val Thr 
120 



25 

Gin Pro Ser Gly 

Asp Asn Lys Tyr 
60 

Lys Asp Thr Ser 
75 

Thr Ala Asp Ser 
90 

Ser Ser Leu Leu 
105 

Val Ser Ser 



30 

Lys Gly Leu Glu 
45 

Tyr Asn Pro Ser 

Arg Asn Gin Val 
80 

Ala Thr Tyr Tyr 
95 

Pro Met Asp Tyr 
110 



<210> 27 

<211> 21 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . . (21) 

<223> VH13G9 Heavy chain CDR I 



<400> 27 
act tct ggt atg ggt att gcc 
Thr Ser Gly Met Gly He Ala 
1 5 



<210> 28 
<211> 7 
<212> PRT 

<213> Mus musculus 



<400> 28 
Thr Ser Gly Met Gly He Ala 
1 5 



<210> 29 
<211> 48 
<212> DNA 
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<2I3> Mus musculus 



<220> 
<221> CDS 
<222> (1)...(48) 

<223> VK13G9 Heavy chain CDR II 



<400> 29 

gac att tgg tgg gat gat aat aag tat tat aat cca tec ctg gag age 

Asp lie Trp Trp Asp Asp Asn Lys Tyr Tyr Asn Pro Ser Leu Glu Ser 
15 10 15 



<210> 30 
<211> 16 
<212> PRT 
<213> Mus 



musculus 



<400> 30 

Asp lie Trp Trp Asp Asp Asn Lys Tyr Tyr Asn Pro Ser Leu Glu Ser 
1 5 10 15 

<210> 31 

<211> 39 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1)^(39) 

<223> VH13G9 Heavy chain CDR III 



<400> 31 

cat cat tac gac ggt agt age etc ctg cct atg gac tac 
His His Tyr Asp Gly Ser Ser Leu Leu Pro Met Asp Tyr 
1 5 io 



<210> 32 

<211> 13 

<212> PRT 

<213> Mus musculus 
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<400> 32 

Kis His Tyr Asp Gly Ser Ser Leu Leu Pro Met Asp Tyr 
1 5 10 

<210> 33 

<211> 324 

<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1)...(324) 

<223> Light chain V region 

<400> 33 

gat att caa atg acg cag tct cca get tec ctg tct gca tct ctg gga 48 

Asp lie Gin Met Thr Gin Ser Pro Ala Ser Leu Ser Ala Ser Leu Gly 
1 5 10 15 

gaa act gtc tec ate gaa tgt eta gca agt gag gac ata tac agt tat 96 
Glu Thr Val Ser lie Glu Cys Leu Ala Ser Glu Asp lie Tyr Ser Tyr 
20 25 30 

tta gca tgg tat caa cag aag cca ggg aaa tct cct cag etc ctg ate 144 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ser Pro Gin Leu Leu lie 
35 40 45 

tat gec aca aaa agg ttg caa gat ggg gtc cca tea egg ttc agt ggc 192 
Tyr Ala Thr Lys Arg Leu Gin Asp Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

a gt gga tct ggc aca cag tat tct etc aaa ata age gac atg caa cct 240 
Ser Gly Ser Gly Thr Gin Tyr Ser Leu Lys lie Ser Asp Met Gin Pro 
65 70 75 80 

gaa gat gaa ggg gat tat ttc tgt eta cag aat tec aag ttt ccg gtc 2 88 

Glu Asp Glu Gly Asp Tyr Phe Cys Leu Gin Asn Ser Lys Phe Pro Val 
85 90 95 



acg ttc ggt tct ggg ace aag ctg gag ate aaa egg 
Thr Phe Gly Ser Gly Thr Lys Leu Glu lie Lys Arg 
100 105 
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<210> 34 
<211> 108 
<212> PRT 

<213> Rattus norvegicus 



<400> 34 
Asp lie Gin Met 
1 

Glu Thr Val Ser 
20 

Leu Ala Trp Tyr 
35 

Tyr Ala Thr Lys 
50 

Ser Gly Ser Gly 
65 

Glu Asp Glu Gly 

Thr Phe Gly Ser 
100 



Thr Gin Ser Pro 
5 

lie Glu Cys Leu 

Gin Gin Lys Pro 
40 

Arg Leu Gin Asp 
55 

Thr Gin Tyr Ser 
70 

Asp Tyr Phe Cys 
85 

Gly Thr Lys Leu 



Ala Ser Leu Ser 
10 

Ala Ser Glu Asp 
25 

Gly Lys Ser Pro 

Gly Val Pro Ser 
60 

Leu Lys lie Ser 
75 

Leu Gin Asn Ser 
90 

Glu lie Lys Arg 
105 



Ala Ser Leu Gly 
15 

lie Tyr Ser Tyr 
30 

Gin Leu Leu lie 
45 

Arg Phe Ser Gly 

Asp Met Gin Pro 
80 

Lys Phe Pro Val 
95 



<210> 35 
<211> 33 
<212> DNA 

<213> Rattus norvegicus 

<220> 
<221> CDS 
<222> (1)..(33) 

<223> VK14B7 Light chain CDR I 



<400> 35 

eta gca agt gag gac ata tac agt tat tta gca 

Leu Ala Ser Glu Asp lie Tyr Ser Tyr Leu Ala 
1 5 io 



<210> 36 
<211> 11 
<212> PRT 

<213> Rattus norvegicus 
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<400> 36 

Leu Ala Ser Glu Asp lie Tyr Ser Tyr Leu Ala 
15 10 

<210> 37 

<211> 21 

<212> DNA 

<213> Ratcus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (21) 

<223> CK14B7 Light chain CDR II 

<400> 37 

gcc aca aaa agg ttg caa gat 

Ala Thr Lys Arg Leu Gin Asp 
1 5 



i 
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<210> 38 
<211> 7 
<212> PRT 

<213> Rattus norvegicus 

<400> 38 
Ala Thr Lys Arg Leu Gin Asp 
1 5 

<210> 39 
<211> 27 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> {!)... (27) 

<223> VK14B7 Light chain CDR III 
<400> 39 

eta cag aat tec aag ttt ccg gtc acg ' 27 
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Leu Gin Asn Ser Lys Phe Pro Val Thr 
1 5 



<210> 40 

<211> 9 

<212> PRT 

<213> Rattus norvegicus 

<400> 40 

Leu Gin Asn Ser Lys Phe Pro Val Thr 
1 5 

<210> 41 
<211> 368 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (368) 

<223> Heavy chain V region 

<400> 41 

gag gtt cag ctt cag cag tct ggg get gag ctt gtg aga cct ggg acc 48 
Glu Val Gin Leu Gin Gin Ser Gly Ala Glu Leu Val Arg Pro Gly Thr 



1 



5 



10 



15 



tct gtg aag ttt tct tgc aaa gtt tct ggc gat acc cct aca aca tac 
Ser Val Lys Phe Ser Cys Lys Val Ser Gly Asp Thr Pro Thr Thr Tyr 
20 25 30 



96 



tac gtg cac ttt gtg aga caa agg cct gga cag ggt ctg gaa tgg.ata 
Tyr Val His Phe Val Arg Gin Arg Pro Gly Gin Gly Leu Glu Trp lie 
35 40 45 



144 



gga agg att gat cct gag gat act agt act aaa tat get gag aag ttc 
Gly Arg lie Asp Pro Glu Asp Thr Ser Thr Lys Tyr Ala Glu Lys Phe 
50 55 60 



192 



aga aat aag gcg aca ttc act gca gat cca tec tec aac aca gec tac 



240 
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Arg Asn Lys Ala Thr Phe Thr Ala Asp Pro Ser Ser Asn Thr Ala Tyr 

65 70 75 80 

eta aac etc age age ctg ace cet gag gae act gca acc tat ttt tgt 288 

Leu Asn Leu Ser Ser Leu Thr Pro Glu Asp Thr Ala Thr Tyr Phe Cys 

85 90 95 

acc ata atg egg tac cat agt acc tat agg gtc tat gtt atg gat ttc 336 

Thr lie Met Arg Tyr His Ser Thr Tyr Arg Val Tyr Val Met Asp Phe 

100 ' 105 110 ' 

tgg ggt caa gga act gca gtc act gtc tec tc 3 68 

Trp Gly Gin Gly Thr Ala Val Thr Val Ser 

115 120 



<210> 42 
<211> 122 
<212> PRT 

<213> Rattus norvegicus 
<400> 42 

Glu Val Gin Leu Gin Gin Ser Gly Ala Glu Leu Val Arg Pro Gly Thr 

15 10 15 

Ser Val Lys Phe Ser Cys Lys Val Ser Gly Asp Thr Pro Thr Thr Tyr 

20 25 30 

Tyr Val His Phe Val Arg Gin Arg Pro Gly Gin Gly Leu Glu Trp lie 

35 40 45 

Gly Arg lie Asp Pro Glu Asp Thr Ser Thr Lys Tyr Ala Glu Lys Phe 

50 55 60 

Arg Asn Lys Ala Thr Phe Thr Ala Asp Pro Ser Ser Asn Thr Ala Tyr 
65 70 75 80 

Leu Asn Leu Ser Ser Leu Thr Pro Glu Asp Thr Ala Thr Tyr Phe - Cys 

85 90 95 

Thr lie Met Arg Tyr His Ser Thr Tyr Arg Val Tyr Val Met Asp Phe 

100 105 110 

Trp Gly Gin Gly Thr Ala Val Thr Val Ser 
115 120 

<210> 43 
<211> 15 
<212> DNA 
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<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (15) 

<223> VH14B7 Heavy chain CDR I 
<400> 43 

aca tac tac gtg cac 15 
Thr Tyr Tyr Val His 
1 5 



<210> 44 
<211> 5 
<212> PRT 

<213> Rattus norvegicus 

<400> 44 
Thr Tyr Tyr Val His 
1 5 

<210> 45 
<211> 51 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (51) 

<223> VH14B7 Heavy chain CDR II 
<400> 45 

agg att gat cct gag gat act agt act aaa tat get gag aag ttc aga 48 
Arg lie Asp Pro Glu Asp Thr Ser Thr Lys Tyr Ala Glu Lys Phe Arg 
15 10 15 
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<213> 



Rattus norvegicus 



<400> 



46 



Arg 



lie Asp 



Pro Glu Asp Thr Ser Thr Lys Tyr Ala Glu Lys Phe Arg 
5 10 15 
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<210> 47 

<211> 42 

<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (42) 

<223> VH14B7 Heavy chain CDR III 
<400> 47 

atg egg tac cat agt acc tat agg gtc tat gtt atg gat ttc 42 
Met Arg Tyr His Ser Thr Tyr Arg Val Tyr Val Met Asp Phe 
15 10 



<210> 48 
<211> 14 
<212> PRT 

<213> Rattus norvegicus 
<400> 48 

Met Arg Tyr His Ser Thr Tyr Arg Val Tyr Val Met Asp Phe 
15 10 
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530/388.1. 388.23; 435/326; 536/23.5; 424/130.1. 139.1. 141.1. 142.1. 145.1 

BOX II. OBSERVATIONS WHERE UNITY OF INVENTION WAS LACKING 
This ISA found multiple inventions as follows: 

This application contains the following inventions or groups 
of inventions which are not so linked as to form a single 
inventive concept under PCT Rule 13.1. in order for all 
inventions to be searched, the appropriate additional search 
fees must be paid. 

Gr ^E l' c ^ aims 1 ~ 4 " 7 "8, 11-26, drawn to a rat monoclonal 
antibody (Rat 2C10) specific for human IL-18, a hybridoma 
CS i -v, i ne P roducin 9 said antibody a nucleic acid encoding said 
antioody, a pharmaceutical composition comprising said 
antibody, a method of treatment using said antibody and a 
method of diagnosis using said antibody. 

Group II claims 1-3, 5, 7, 9, 11-26, drawn to a rat 
monoclonal antibody (Murine 13G9) specific for human IL-18, a 
hybridoma cell line producing said antibody a nucleic acid 
encoding said antibody, a pharmaceutical composition 
comprising said antibody, a method of treatment using said 
antibody and a method of diagnosis using said antibody. 

Gr ??5 I 11, , claims 1 ~3' 6-7, 10-26, drawn to a rat monoclonal 
antibody (Rat 14B7) specific for human IL-18, a hybridoma 
c 1 V ie Producing said antibody a nucleic acid encoding said 
antibody, a pharmaceutical composition comprising said 
antibody, a method of treatment using said antibody and a 
method of diagnosis using said antibody. 

The inventions listed as Groups I -III do not relate to a 
single 

inventive concept under PCT Rule 13.1 because, under PCT Rule 
13.2, they lack the same or corresponding special technical 
features for the following reasons: 

Pursuant to 37 C.F.R § 1.475 (d) , the ISA/US considers that 
wnere 

multiple products and processes are claimed, the main 
invention 

shall consist of the first invention of the category first 
mentioned in the claims and the first recited invention of 
each 

main* 16 ° ther caCe 9 orie s related thereto. Accordingly, the 



o n y en H lon (Grou P I) comprises the first-recited product, the 
5». C ^antibody and the nucleic acid molecule encoding it, 
m ? ?o °, usin 9 1 c - Further pursuant to 37 C.F.R § 1.475 (d) 
ISA/ US considers that any feature which the subsequently 
recited products and methods share with the main invention 
does not constitute a special technical feature within the 
meaning of PCT Rule 13.2 and that each of such products and 
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